<IDOCTYPE hgx PUBLIC "-f/Histogenetics//OTD HGX 1.0//EN" "http:/f10.201.20. 244:1000/Site/Analysis/hgx- 1.0.dtd">
<hgx version="1.0">

<project name=""»

<reporting-center cade="" />

<sample id="sample id 1" center-code="001">

<typing>

<interpretation date="20211029">

<haploid locus="A" method="5BT" type="02:DMFHE" />
<haploid locus="A" method="53BT" type="33:AMKR/" />
<haploid locus="B" method="58T" type="14:.CRZBA" /=
<haploid locus="B" method="58T" type="15DMZVY" />
<haploid locus="C" method="5BT" type="03:DNDDF" />
<haploid locus="C" method="58T" type="08:CWKXW />
<haploid locus="DRB1" method="SBT" type="01:DDAR" />
<haploid locus="DREL" method="SBT" type="04:BZVGC" />
<haploid locus="DRB4™ method="5BT" type="01;DUX5" />
<haploid locus="D0OB1" method="5BT" type="03:CLUXER" /=
<haploid locws="00B1" method="5BT" type="05:DIGUF" />
<haploid locus="DPFB1" method="38T" type="04:DNDEI" />
<haplaid locus="DPB1" method="SBT" type="04:DMDEI" />
<haplold locus="D0A1" method="SBT" type="01:DMFHW™ /=
<haploid locus="D0A1" method="5BT" type="03:GWR" />
<haploid locus="DPA1™ method="53BT" type="01;DMFHP" />
<haploid locus="DPAL™ method="SBT" type="01:DMFHF" /=
<genotype-list db="HLADB" version="3.43.0">
=diploid-combination locus="A">

<locus-blocks

<allele-list>
<allele=02:01:01:01<fallele=
<allele=02:01 01 02 L allele>
calbales.. ... <fallele>
callales.................c... <fallele>

<allele>01:43</allele=

<allele=01:45</allele>

<fallele-list >

</locus-block>

</diploid-combination=

</genotype-list>

<finterpretation>

<hla botus="A">

<amplification>

<sbt method="5M5" segment="Exon" segment-number="1" allele-
number="1">ATGGCOGTCATGGOGCCCCGAACCCTOGTCCTGLTACTCTCGGG GGCTCTGGCCCTGACCCAGACCTGGGCGG/
shi=

<sbt method="5M3" segment="Exon" segment-number="1" allele-
number="2"=ATGGCCETCATGECGLOCCGAACCCTOCTCOTGCTACTCTTG GGG GLOCTGECOCTGACCCAGACCTEG GGG/
sht»

=sbt method="5M5" segment="Exon" segment-number="2" allele-
fumber="1">GCTCTCACTCCATGAGGTATTTCTTCACATCCGTGTCOOGGLCCGGUIG GGG GAGCCCOGCTTCATOGCAGTGG
GCTACGTGGACGACACGCAGTTCGTEGCGGTTCGACAGCGACGCCGCGAGCCAGAGEATOGAGCOGUEGGIGCCETGEATAGA
GLAGGAGGETCCOGAGTATTGGEACGGGGAGACACGGAAAGTEAAGGCCCACTCACAGACTCACCGAGTGRACCTGGGEACT
CTGCGLGGCTACTACAACCAGAGCGAGGCCG/sbt>

<sbt method="5M3" segment="Exon" segment-number="2" allele-
number="2"=GCTCCCACTCCATGAGGTATTTCACCACATCCOTGTCOCGGCCCEELOGCaGGGAGCCCCGOTTCATOGLOGTGE
GCTACGTGGACGACACGCAGTTCGTGCGGTTCGACAGCGACGLOGCGAGCCAGAGGATGGAGCCGOGGGLGCOGTGGATAG A



GCAGGAGGGECOGEAGTATTGGGACDEGAACACACG GAATETGAAGGCCCACTCACAGATT CACCGAGTGGACCTGGGGACT
CTGCGCGGCTACTACAACCAGAGCGAGGCCG</sbt>

=sbt method="5M5" segment="Exon" segment-number="3" allele-
number="1">GTTCTCACACCGTCCAGAGGATGTATGGCTGCGACGTEGEG TOGGACTGGCGUTTCCTOCG GGG TACCACCAG
TACGCCTACGACGGCAAGGATTACATCGCCCTGAAAGAGGACCTGOGCTCTTGGACCGCGECEGACATGGCAGCTCAGACCACT
AAGCACAAGTGGGAGGLGGLCCATGTGGCGEAGCAGTTGAGAGCCTACCTGGAGGGCACGTGUGTGGAGTGGCTOOGCAGAT
ACCTGGAGAACGGGAAGGAGACGCTGCAGCGCACG G /sbt>

«=s5bt method="5M5" segment="Exon" segment-number="3" allele-
number="2"=GTTCTCACACCATCCAGATGATGTATGEC TG OGACGTGEEETCGGACGEGLGCTTCCTCOGOGGATACCAGCAG
GACGCCTACGACGGCAAGGATTACATCGCCTTGAACGAGEACCTGCEGCTCTTGGACCGOG GOGGACATGGCGGCTCAGATCACT
CAGCGCAAGTGGGAGGLGGCLCGTETGGUGGAGCAGTTGAGAGCCTACCTGGAGGGCACGTGCGTGG AGTGGCTCCGCAGAL
ACCTGGAGAACGGGAAGGAGACGCTGLAGCGUACG G /shi>

<sbt method="5M5" segment="Exon" segment-number="4" allele-
number="1">ACGCCCCCAAMCGCATATGACT CACCACGCTGTCTCTGACCATGAAG CCACCCTGAGGTGCTGGGCCCTGAGCT
TCTACCCTGLGGAGATCACACTGACCTGGCAGCGGGATGEEEAGGACCAGACCCAGGACACGGAGCTCGTGGAGACCAGGCCT
GCAGGGGATGGAACCTTCCAGAAGTGEGLGGCTGTGGTGETGCCTTCTGEACAGGAGCAGAG ATACACCTGCCATGTGCAGCA
TEAGGGTTTGCOCCAAGCCCCTCACCCTGAGATGGG < sk

<sbt method="5M5" segment="Exon" segment-number="4" allele-
number="2"=ACC0CCCCAGGACGCATATGACTCACCACGETGTCTCTGACCATGAGG CCACCCTGAGGTGCTGGGCCCTGAGCT
T<T
ACCCTGCGGAGATCACACTGACCTGGCAGCGEEATGGEGAGEACCAGACCCAGGACACGGAGCTCGTGGAGACCAGGCCTGE
AGGGGATGGAACCTTOCAGAAG TGGEOGTCTGTGGETGETGCCTTCTGGACAGGAGLAGAG ATACACCTGCCATGTGLAGCATG
AGGGTCTCCCCAAGCCCCTCACCCTGAGATGGG </ sbt>

<sbt method="5M5" segment="Exon" segment-number="2+3" allefe-
number="1"=AGGATGEAGCCGOGEECGCCGTEEATAGAGCAGG AGGETCOGEAGTATTGGGACGEGEACACACGGAAAGT
GAAGGCCCACTCACAGACTCACCGAGTGGACCTGGGGACCCTGOGCGEETACTACAACCAGAGCGAGGCCGETTCTCACACCGT
CCAGAGGATGTATGGLTGOGACGTGGEGTCEGACTGGCGLTTCCTCCGCGGGTACCACCAGTACGOCTACGACGGLAAGGATT
ACATCGCCCTGAAAGAGGACCTGCGCTCTTGGACCGOGGIGGAL /sht >

<sbt method="5M5" segment="Exon" segment-number="2+3" allefe-
number="2">AGGATGGAGCCGCGGGCGCCGTGGATAGAGCAGGAGGGGCCGGAGTATTGGGACCGGAACACACGGAATGTG
AMNGGCCCACTCACAGATTGACCGAGTOEAMCCTGEEGACCCTGEGUGGLTACTACAACCAGAGCGAGGCCGGTTCTCACACCATC
CAGATGATGTATGGCTGCGACGTGGGETOGGACGGGECGCTTCCTCCGLEGETACCAGCAGGACGLOCTACGACGGCAAGGATTA
CATCGCOTTGAACGAGGACCTGCGOTCTTGGACCGOGECGGA/shis

<famplification=

</hla>

<hla locus="8">

=amplification

<shbt method="5M5" segment="Exon" segment-number="2" allale-

fumber="1"=GCTCCCACTCCATGAGG TATTTCTACACCGCOGTETCCCGGOOCGGLLGCGEGEAGCOCCGCTTCATCTCAGTGE
GCTACGTGGACGACACGCAGTTCGTGAGGTTCGACAGLGALGCCGCGAGTOCGAGAGAG GAGLCGCGLGGUGLIGTGGATAGA
GLAGGAGGGECCGGEAATATTGGGACCEGAACACACAGATCTGCAAG ACCAACACACAGACTGACCGAGAGAGCITGCGGAAL
CTGCGOGGITACTACAACCAGAGTGAGGTUG sht>

<s5bt method="5M3S" segment="Exon" segment-number="2" allele-
number="2">GCTCCCACTOCATGAGGTATTTCTACACCGCCATGTCCOGGCCCGELCGCGGEGAGCCCCGCTTCATCGCAGTGG
GCTACGTGGACGACACCCAGTTCGTGAGGTTCGACAGCGACGCCGCGAGTOCGAGGATGGLGCOCOGGE CGLCATGGATAGAG
CAGGAGGGGLCGGAGTATTGGGACCGGGAGACACAGATCTCCAAGACCAACACACAGACTTACOGAGAGAGCCTGLGEAADCT
GUECGGCTACTACAACCAGAGCGAGGLC G /shbt>

=sbt method="5M3" segment="Exon" segment-number="3" allele-

number="1">GGTCTCACACCCTCCAG TG GATGTATGGCTGLGACGTGEEGOCGEACGGGLGLCTCCTCOGCGEETATAACCAG
TTCGCCTACGACGGCAAGGATTACATCGCCCTEARACGAGGACCTGAGCTOCTGGACCG CEGIGEACACCGOGECTCAGATCACC
CAGCGCAAGTGGGAGGOGGLCCGTEAG GGG AGCAGCTGAGAGCCTACCTGEAGGGCALGTGOGTGGAGTGGLTCCLGCAGAL
ACCTGGAGAACGGGAAGGAGACGCTGCAGCGCGOGG</sht>

<s5bt method="5M5" segment="Exon" segment-number="3" allele-
numbers"2">GGTCTCACACCCTOCAG AGGATG TACGGCTGCGACGTGGEGCCGGACGEELGLCTCCTCCGUGOGLATGALCA
GTCCGOCTACGACGGLAAGGATTACATCGCCCTGAACGAGGACCTGAGCTCCTGGACCGCG GCGGACACGELGECTCAGATCA
COCAGLGLAAGTGGGAGGLGGLCCGTEGAGGLGGAGCAGTGGAGAGLCTACCTGEAGGGCCTGTGLGTGGAGTGGLTCCGLAG
ATACCTGGAGAACGGGAANGGAGACGCTGCAGCGCGLGG</sbt>




<sbi method="5M5" segment="Exon" segment-number="4" allele-
number="1">ACCCCCCAAMGACACATOTGACCCACCACCCCATCTCTGACCATGAGGCCACCCTGAGGTGCTGGGCCCTGGGIT
TCTACCCTGOGGAGATCACACTGACCTGGCAGCGGGATGGCGAGGACCAAACTCAGGACACCGAGCTTGTGGAGACCAGACCA
GCAGGAGACAGAACCTTCCAGAAG TG GGCAGCTETGGTOGTGLCTTCTGGAGAAGAG CAGAGATACACATGCCATGTACAGCA
TGAGGGGCTGCCGAAGCCCCTCACCCTGAGATG GG/ /sht>

<sbt method="5M5" segment="Exon" segment-number="4" allele-
number="2"=ACC0CCCAAAMGACACATETGACCCACCACCCCATCTCTGACCATGAGGLCACCCTGAG TG CTGGECLCTGGGEIT
TCTACCCTGOGGAGATCACACTGACCTGGCAGCGGGATGGCGAGGACCAAACTCAGGACACCGAGCTTGTGGAGACCAGACCA
GCAGGAGATAGAACCTTCCAGAAGTGGGCAGCTEGTGGTGETGLCTTCTGEAGAAGAGCAGAGATACACATGCCATGTACAGCA
TEAGGGGLTGCCGAAGLOCCTCACCCTGAGATG GG/ sb>

<sbt method="5M5" segment="Exon" sepment-number="2+3" allele-
number="1">GTTCGACAGCGACGLLGCGAGTCLGAGAGAGGAGLLGCGGGLG UG TOGATAGAGCAGGAGGGGICGGAATA
TTGEGGACCGOAACACACAGATCTOCAAGACCAACACACAGACTGACCGAGAGAGLCTGCGGAALCTGUGOGGCTACTACAACT
AGAGCGAGGCCGGETCTCACACCCTCCAGTGGATGTATGELTECOACGTEEGGLCCEACG GG CECCTCCTCCGCOEGTATAAL
CAGTTOGCCTACGACGGLAAGGATTACATCGCCCTGAACGAGGACCTGAGCTCCTGGACCGCGOUGGAL/sbt>

<sbt method="5M5" segment="Exon" segment-number="2+3" allele-
number="2">GTTCGACAGCGACGLOGCGAGTCOGAGGATGECGLCCCGGGUGCCATGOATAGAG CAGGAGGGGCUGGAGTA
TTGGGACCOGGAGACACAGATCTCCAAGACCAACACACAGACTTACCGAGAGAGCCTGCGGAACCTGCGCGGCTACTACAALCA
GAGCGAGGLOGGETCTCACACCCTCCAGAGGATGTACGGCTGCGACGTGEGGLCGGACGGGLGCCTCCTCCGCGGGCATGALT
AGTCCGCCTACGACGGCAAGGATTACATCGCCCTGAACGAGGACCTGAGCTCCTGGACCGOGGLGGAC fsht >
<sub-amplification

<sbt method="5M5" segment="Introen" segment-number="1" allele-
number="2">GGCGCAGGACCCGGEGAGICGCGCCGEGAGGAGGGTCGGECGGGTCTCAGCCCCTCCTCGCCCCCAGS/sbt>
=/sub-amplification=

<famplification=

</hla=

<hla botus="C"=»

<amplification=

<sbt method="5M5" segment="Exon" segment-number="2" allele-
number="1">GCTCCCACTCCATGAGGTATTTCTACACCGCTGTGTCCCGGCCCGGCCGCGGGGAGCCCCACTTCATCGCAGTGG
GCTACGTOOACGACACGCAGTTCGTGCGGTTCGACAGUGACGCOGIGAGTCOGAGAGGGGAGLCGCGGGOGOOGTEGGTOGA
GCAGGAGGGEGCOOGAGTATTGGGACCGEGAGACACAGAAGTACAAGCGCCAGG CACAGACTGACCGAGTGAGCCTGCGGAAC
CTGCGOGGOTACTACAACCAGAGCGAGGLDG/sbt>

<5bt method="53MS" segment="Exon" segmeni-number="2" allele-

number="2">GCTCOCCACTCCATGAGGTATT TCTACACCGCOOTGTCCCGECODGGLCGUEGAGAGCCCCGLTTCATCGCAGTGG
GCTACGTGGACGACACGCAGTTCGTGCAGTTCCACAGCG ACGCCGCGAGTCCAAGAGEGGAGCLGCGGELOCCGTGOOTEGA
GCAGGAGGGGLCGGAGTATTGGGACCGGGAGACACAGAAGTACAAGCGCCAGGCACAGACTGACCGAGTGAGCCTGCGGAAL
CTGCGUGGLTACTACAACCAGAGCGAGGLUG/sht>

<sbt method="5M5" segment="Exon" segment-number="3" allele-

fumber="1">GGTCTCACATCATCCAGAG GATGTATGGCTGCGACGTGEGGULCGACGGGUGCCTCCTOLGCGGGTATGACCAG
TACGCCTACGACGGLAAGGATTACATCGCOCTGAACGAGGATCTGOGCTCLTGGACCGLOGLGGACACGGLGGLTCAGATCACC
CAGCGCAAGTGGCAGGLGECICGTEAGGUGEAGCAGCTGAGAGDCTACCTGGAGGGLCTGTOUGTGGAGTGGCTCOGCAGAT
ACCTGAAGAATGGGAAG GAGACGCTGCAGCGLGLGG</sht>

<sbt method="5M5" segment="Exon" segment-number="3" allele-
number="2">GGTCTCACACCCTCCAGAGGATGTATGECTGCGACCTGGGGLCCGACGEGCGCCTCCTCCGCGGGTATAACCAG
TTOGCCTACGACGGUAAGGATTACATCGCOCTGAATGAGGALCTGLGLTCCTGGACCGLOGUGGACAAGGLGGCTCAGATCACT
CAGCGCAAGTGGGAGGUGGCOCGTOAGGOGGAGCAGOGGAGAGCCTACCTGGAGGGCACGTGLGTGGAGTGGCTCCGCAGA
TACCTGGAGAACGGGAAG AAGACGLTGCAGCGLGLGE< sbt>

<sht method="5M5" segment="Exon" segment-number="4" allels-
number="1">AACACCCAAAGACACACGTGACCCACCATCCOGTCTCTGACCATGAG GCCACCCTGAGGTGCTGEGCCCTGEGET
TCTACCCTGOGGAGATCACACTGACCTGGCAGTGGGATGGGGAGGACCAAMACTCAGGACACTGAGCTTGTGGAGATCAGGLCA
GLAGGAGATGEAMCCTTCCAGAAG TGEGCAGCTETEE TG GTGCCTTCTGEAGAAGAG CAGAGATACACGTGCCATGTGLAGTA
CEAGGGOGLTOCOGGAGCOCCTCACCCTGAGATG GG/ /sbt>

«<sht method="5M3" segment="Exon" segment-number="4" allele-
number="2">AACACCCAAAGACACACGTGACCCACCATCCCGTCTCTG ACCATGAG GCCACCCTGAGGTGLTGGGCCCTGGGLT
TCTACCCTGOGGAGATCACACTGACCTGGCAGCGGGATGGCGAGGACCAAACTCAGGACACCGAGLTTGTGGAGACCAGGLCA
GCAG



GAGATGGAACCTTCCAGAAGTGG GLAGCTGTGGTEETGLCTTCTGGAGAAGAGTAGAGATACALG TEGLCATGTGCAG CACGAG
GEGCTGCOCAGAGCCCCTCACCCTGAGATG GG sb>

=sbt method="5M5" segment="Exon" segment-number="7" allele-
number="1">CCAGCAACAGTGCCCAGGGUTCTGATGAGTCTCTCATCGCT TG TAAAG /sbt >

<s5bt method="5M5" segment="Exon" segment-number="7" allele-
number="2">CCAGCAACAGTGCCCAGGGLTCTGATGAGTCTCTCATCGCT TETAAAGS fsbt >

<s5bt method="53M35" segment="Exon" segment-number="2+3" allele-
number="1"=AGGAGGEGCOGGAGTATTGGGACCGGGAGACACAGAAGTACAAGCEGCCAGGLACAGACTGACCGAGTGAGCT
TGCGGAACCTGOGCGECTACTACAACCAGAGCGAGECCGEETCTCACATCATCCAGAGGATGTATGGCTGCGACGTGGGGEOCC
GACGGGOGLCTOCTCOGCGGGTATGACCAGTACGCCTACGACGG CAAGGATTACATCGCCCTGAACGAGGATCT</sbt»

<sbt method="5M5" segment="Exon" sepment-number="2+3" allele-
number="2">AGGAGGEEGCOGGAGTATTGGEACCGGGAGACACAGAAGTACAAGCGCCAGGLACAGACTGACCGAGTGAGCD
TEOGGAACCTOOGCGGCTACTACAACCAGAGCGAGGLCGEGTCTCACACCCTCCAGAGGATGTATGGCTGCGALCTGGGGLCT
GACGGGOGCCTCCTCCGCGGGTATAACCAGTTCGCCTACGACGGCAAGGATTACATCGCCCTGAATGAGGACCT </ /sbt>
=farmplification>

< /hlaz

<hla locus="DREL">

<amplification=

=<sbt method="5M35" segment="Exon" segment-number="2" allele-

number=s"1"=CACGTTTCT TG TG CAGCT TAAGTT TGAATGTCATTTCTTCAAT G GEACGGAGLGEETOLEGTTGCTGOAAMGAT
GCATCTATAACCAAGAGEAGTCCGTGCGCTTOGACAGCGACGTEGGGEEAGTACCGEGOGETEACGEAGCTGEEGIGGOCTGA
TEOCGAGTACTGGAACAGCCAGAAGGACCTCCTGEAGCAGAGG UGG GICECGGTGEACACCT ATTGCAGACACAACTACGGG
GCTGTGGAGAGCTTCACAGTGCAGCGGCGAGS/ sbt>

<sbt method="5M5" segment="Exon" segment-number="3" allele-

number="1">TTGAGCCTAAGGTGACTGTGTATCCT TCAMALGACCCAGCCOCTGCAGCACCAC AR CCTCCTGGTCTGCTCTGTGA
GTEGTTTCTATCCAGGCAGCATTGAAGTCAGGTGGTTCCGGAACGGCCAGGAAGAGAAGGCTEGGETEGGTGTCCACAGGCLTG
ATCCAGAATGGAGATTGGACCTTCCAGACCCTGETGATGCTGGAAACAGTTCCTCGEAGTGG AGAGGTTTACACCTGOCAAGTG
GAGCACCCAAGTGTGACGAGCOCTCTCACAGTGGAATGG AL /sht>

<sbt method="5M5" segment="Exon" segment-number="3" allele-
number="2">TCTATCCTGAGGTGACTGTGTATCCTGCAAAGACCCAGCCCCTGCAGCACCACAACCTCCTGGTCTGCTCTGTGAA
TEGTTTCTATCCAGGCAGCATTGAAGTCAGGTGGETTCCGGAACGGCCAGGAAGAGAAGACTGOGG TG TETOCACAGGLCTGA
TCCAGAATGGAGACTGEACCTTCCAGACCCTGETGATGCTGEAAMCAGTTCCTCGGAGTEGAGAGETTTACACCTGCCAAGTGG
AGCACCCAAGCCTGACGAGCCCTCTCACAGTGOAATORA</shits

<s5bt method="53MS" segment="Exon" segmeni-number="2" allele-

number="2">CACGTTTCTTGCAG CAGGTTAAACATGAGTGTCATTTCT TCAALGOGACGGAGCEGGTGLGETTCCTGGACAGA
TACTTCTATCACCAAG AGGAGTACGTGCGCTTCOACAGDGACGTAGGEEAGTACCOLGLGETEACGGAGLTGOGGCGELCTGA
TECCGAGTACTGGAAC AGCCAGAAGGACCTCCTGEAGCAGAAGLGEGLOGCGE GTEGACACCTACTGCAGACACAACTACGGSG
GTTGGTGAGAGCTTCACAGTGCAGLGGCGAGS sbt>

<famplification:=

</hla>

<hla locus="DRB4™>

<amplification>

<5bt method="5M3S" segment="Exon" segment-number="2" allele-

number="1">CACGTTTCTTGGAGCAGGLT AAGTETGAGTGTCATTTCCTCAATGG GACGGAGCGAGTGTGGAACCTGATCAGA
TAC
ATCTATAACCAAGAGGAGTACGLGLGCTACAACAGTGACCTGGGGGAGTACCAGGUGGTGACGGAGLTGGEGELGECCTGALG
CTEAGTACTGGAACAGOCAGAAGGACCTCCTGGAGLGEACGLGGGLLCAGGTECACACCTACTGCAGATACAALTACGGGETT
GTEGAGAGCTTCACAGTECAGCGELGAG </ sbt>

<sht method="5M5" segment="Exon" segment-number="3" allels-
number="1">TCCAACCTAAGGTGACTGTGTATCCT TCAAAG ACCCAGCOOCTGOAG CACCACAACCTCCTGETCTGITCTGTGAR
TEETTTCTATCCAGGCAGCATTG AAGTCAGGTGETTCCGGAACGGUCAGGAAGAGAAGGCTGGEETGGTG TCCACAGGLCTGA
TCCAGAATGEAGACTGEACCTTCCAGACCCTGGTGATGCTEEAMACAGTTCCTCGEAGTEGGAGAGETTTACACCTGCCAAGTGG
AGCATCCAAGCATGATGAGLCCTCTCACGGTGCAATGGA/sh>

=sub-amplification>

«sbt method="5M3S" segment="|ntron+Exon” segment-number="1+2" allele-

number="1"=GCACGTTTCT TG GAGCAGGCTAAGTGTGAGTGTCATTTCCTCAATGG GACGGAGLGAGTGTGGAACCTGATCAG
ATACATCTATAACCAAGAGEAGTACGCGCGITACAACAGTGACCTGGG GLAGTACCAGGCGETGALGGAGCTGGGLLGEICT



GACGCTGAGTACTGGAACAGCCAGAAGGACCTCCTGGAGCOGAGGCGGEOCGAGETGGACACCTACTGCAGATACAACTALG
GGEGTTETGGAGAGCTTCACAGTGCAGCGGCGAGS sht>

</sub-amplification=

< famplification>

</hlax

<hla locus="DOB1">

<amplification=

«s5bt method="5M35" segment="Exon" segment-number="2" allele-

number="1"=AGGATTTCGTGTACCAGTTTAAGG GCATGTGLTACTTCACCAADG GRACGGAGCGLGTECGTCTTGTEACCAGA
TACATCTATAACCGAGAGGAGTACGCACGCTTCGACAGCGACGTGG GEETETATCGGECGGTEACGCCGLTEGEELCGICTEC
CEOCGAGTACTGGAACAGCCAGAAGG AAGTCCTGGAGAGGACCOGEGLGGAGTTGGACACGETGTGCAGACACAACTACCAG
TTGGAGCTCCGCACGACCTTGCAGCGGOGAG s>

<sbt method="5M5" segment="Exon" segment-number="2" allele-
number="2">AGGATTTCGTGTACCAGTTTAAGGGCCTGTGCTACTTCACCAACGGGACGGAGCGCGTGCEGGGTGTGACCAGA
CACATCTATAACCGAGAGGAGTACGTGOGCTTCEACAGCGACGTGGGEEETGTACCGEGLAGTGACGUOGLAGGGGLGECCTGT
TECCGAGTACTGGAACAGCCAGAAGGAMGTCCTGEAGGGEGLCCG GECETCEETEGACAGGGTGTGCAG ACACAACTACGAG
GTGGCGTACCGCGGGATCCTGCAGAGGAGAG s>

<sbt method="5M5" segment="Exon" segment-number="3" allele-
number="1">TGGAGCCCACAGTGACCATCTOCCCATCCAGGACAGAGGCOCTCAACCACCACAACCTGCTGETCTGUTCAGTGA
CAGATTTCTATCCAGCCCAGATCAAAGTCCG GTGATTTCG GAATGACCAGGAGGAGACAACTGGCOTTGTGTCCACCCCCCTTAT
TAGGAACGGTGACTGGACCTTCCAGATCCTGGTGATGCTGGAAATGACTOCCCAGCGTGGAGACGTCTACACCTGCCACGTGGA,
GCACCCCAGOCTCCAGAACCCCATCATCGTGGAGT GG L fsbt =

<sbt method="5M35" segment="Exon" segment-number="3" allale-
number="2">TGGAGCCCACAGTGACCATCTOCCCATCCAG GACAGAGGLLCTCAACCACCACAACCTGCTGATCTGITOG GTGA
CAGATTTCTATCCAAGCCAGATC AAAGTCCGGTOETTTCGGAATGATCAGGAGGAGACAGCCGGCGTTGTGTCCACCCCCCTCAT
TAGGAACGETGACTGGACCTTCCAGATCCTGGTGATGCTGGAAATGACTOCCCAGCGTGGAGATGTCTACACCTGOCACGTGGA
GLACCCCAGUCTOCAGAGCCCCATCACCGTGGAGT GG fabt =

<famplification=

</hla>

<hla locus="DPB1">

<amplification>

<shbt method="5M5" segment="Exon" segment-number="2" allele-
number="1">AGAATTACCTTTICCAGGGACGGCAGGAATGCTACGCGTTTAATGGGACACAGCGCTTCCTGGAGAGATACATCT
ACAACCGGEAGGAGTTCGCGCGCTTOGACAGCGACGTGEEGEAGTTCCGGGLGETCACGEAGETEEGGLGECCTGITGCGGA
GTACTGGAACAGCCACAAGGACATCCTGCAGGAGAAGLCGEGCAGTOCLGCACAGGATGTECAGACACAACTACGAGCTGGGT
GGGCCCATGACCCTGCAGCGLCGAG/sbt>

=shbt method="5M5" segment="Exon" segment-number="3" allele-
fumber="1">CCTCCAAGAAGGEGUCCTTGCAGCACCACAACCTGCTTGTCTGCCACG TGACGGATTTCTACCCAGGCAGCATTC
AAGTCCGATGGETTCCTGAATGGACAGGAGGAAACAGCTGGEGTOETGTCCACCAACCTGATCCGTAATGGAGACTGGACCTTCC
AGATCCTGGTGATGCTGGAAAT GACCCCCCAGCAGGGAGATGTCTACACCTGUCAAGTGGAGCACACCAG CCTGGATAGTCCTG
TCACC</sht>

<famplifications

</hla>

<hla locus="DOAL™>

<amplifications

<sbt method="5M5" segment="Exon" segment-number="2" allele-

number="1"=CTGACCACGTTGCCTCT TGO TG GTETAAACT TGTACCAGTT T TACGGTCCCTC TG GUCAGTACACCCATG AATTTGA
TEEAGATGAGGAGTTCTACGTGGACCTGGAGAGGAAGGAGACTGCCTGGCGGTEGCCTGAGTTCAGCAAATTTGGAGGTTTTG
ACCCGCAGGGTGCACTGAGAAACATGGCTGTGECAAAACAC AACT TGAACATCATGATTAAACGCTACAACTCTACCGCTGCTAC
CAATG</sbt>

<sbt method="5M5" segment="Exon" segment-number="2" allele-

number="2">CTGACCATGTTGCCTCT TAC GETGTAAACTTGTACCAGTCTTATGGTCCCTCTG GG CAGTACAGCCATGAATTTGA
TEEAGACGAGGAGTTCTATGTGGACCTGG AGAGGAAGGAGACTGTCTGGCAGTTGCCTCTGTTCOGCAGATTTAGAAGATTTGA
COCGCAATTTGCACTGACAAACATCGCTOTGCTAAAACATAACTTGAACATOOTGATTAAACGCTCCAACTCTACCGUTGCTACCA
ATG=</sbi>

<sbt method="5M5" segment="Exon" sepment-number="3" allele-
number="1">AGGTTCCTGAGGTCACAGTGTTTTCCAAGTCTCCCGTGACACT GGG TCAGCCC AACACCCTCATITGTCTTGTGEA



CAACATCTTTCCTCCTG TG GTCAACATCACATG GETGAGLAATGGGCAGTCAG TCACAGAAG GTGTTTCTGAGACCAGITTCCTCT
COAAGAGTGATCATTCCTTCTTCAAGATCAGTTACCTCACCTTCCTCCCTTCTGCTGATGAGATTTATGACTGCAAGGTGGAGCAC
TEEGELLTGEACCAGCCTOTTCTGAAACACTG GG/ sht>

<sht method="5M5" segment="Exon" segment-number="3" allele-

number="2" =46 GTTOCTGAGGTCACAGTGTTTITCCAAG TCTCCCGTGACACT GGG TCAGCCCAACACCCTCATCTGTCTTGTGGA
CAACATCTTTCCTCCTG TG GTCAACATCACCTGGCTGAGCAATG GGCACTCAGTCACAGAAGGTGTTICTGAGACCAGCTTCCTCT
COAAGAGTGATCATTCCTTCT TCAAGATCAGTTACCTCACCTTCCTCCCTTCTGCTGATGAGATTTATGACTGCAAG GTGGAGCAL
TEEGGLCTGEATGAGCCTCTTCTGAAACACTGGE sht>

<amplification=

</hla=

<hla locus="DPAL">

=amplification=

<sbt method="5M5" segment="Exon" segment-number="2" allele-
number="1">CGGACCATGTGTCAACTTATGCCGCGTTTGTACAGACGCATAGACCAACAGGGGAGTTTATGTTTGAATTTGATG
AMGATGAGATGTTCTATGTGGATCTGGACAAGAAGGAGACCGTCTGGCATCTGGAGGAGTTTGGCCAAGCCTTTTCCTTTGAGS
CTCAGGGLGOGCTEGCTAACATTGCTATATTGAACAACAACTTGAATACCTTGATCCAG CGTTOCAACCACACTCAG GOCACCAN
CG<fsbi>

<sbt method="5M5" segment="Exon" segment-number="3" allele-
number="1"=ATCCCCCTGAGGTGACCGTGTTTCOCAAGGAGCCTGTEGAGCTGGGCCAGCCCAACACCCTCATCTGCCACATTG
ACAAGTTCTTCOCACCAGTECTCAACGTCACG TOGCTO TG CAACGGE GAGCTGGTCACTGAGGE TG TOGCTGAGAGCCTCTTCCT
GOCC
AGAACAGATTACAGCTTCCACAAGTTCCATTACCTGACCTTTGTGCCCTCAGCAGAGGACTTCTATGACTGCAGGGTGGAGCACT
GGEGGCTTGEACCAGCCGCTCCTCAAGCACTG GG/ sbt>

=famplification:=

</hlax

</typing>

<ftamples

</project>

</hgx>



